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UAMS High
Performance
Computer

Grace

96 Xeon CPU Nodes

28 cores at 2.4 GHz and 128GB of memory
96 Xeon Phi CPU Nodes

64 cores at 1.30 GHz and 192GB or 384GB of memory
1.9 PB High speed storage

Connected via 100Gb/s Omni-Path interconnects
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HPC Users

Rights and Responsibilities

* (Grace’s computing resources are freely available to UAMS researchers
* (Grace is a shared resource
* Sensitive material should never be stored on the system
* Grace is not a HIPAA or FERPA repository
o Storage on Grace is redundant and highly reliable but not backed up
* (Grace Is a self-service resource, you are mostly on your own

 Full Terms and Conditions are available on the wiki found at hpc.uams.edu



http://hpc.uams.edu

Grace Open OnDemand / Active Jobs

Open OnDemand Portal ™

Time
ID Name User Account Used Queue Status Cluster Actions
Full featured web portal to the HPC N N Y
sys/dashb i@ GoTo...  >_OpeninTerminal (4 New File = @mNewDir | & Upload Show Dotfiles Show Owner/Mode
49299 Home Directory
____ GSK3B.C () /home/jutecht/moving_pictures/
Cluster - R

Job Id P build @View (@ Edit = aAzRename/Move BEAVATILECE (21Copy  HhPaste = 3% (Un)Select All W Delete
o

| H
..... ctest
° Job Name .
I doj_pdmp_rworkspace name

size modified date
User i ebbuild
Account - gromacs m
o e gromacs_tutorial core-metrics-results dir 05/03/2019
Partition . .
e e R S B gtmp emp-single-end-sequences dir 05/03/2019
® Tr a n Sf e r f I I e S State @ @000} hpe_tut aligned-rep-segs.qza 57.17kb 05/03/2019
alpha-rarefaction.qzv 421.45kb 05/03/2019
Reason (FslKElobEexample ancom-Subject.qzv 390.31kb 05/03/2019
""" localR comp-gut-table-16.qza 63.91kb 05/03/2019
---- mabhip_rtraining comp-gut-table.qza 35.84kb 05/03/2019
i modulefiles demux.gza 19.64mb 05/03/2019
L [ n n Grace Open OnDemand F demux..qzv 291.15kb 05/03/2019
‘ a u n C I n t e raCt I Ve S e S S I O n S : emp-single-end-sequences.qza 27.75mb 05/03/2019
o mpt gg-13-8-99-515-806-nb-classifier.qza 27.06mb 01/30/2019
a ondemand gut-table-16.qza 58.97kb 05/03/2019
Notice: We have update """ perl5 gut-table.qza 30.68kb 05/03/2019
i... gqmp2 I6-ancom-Subject.qzv 412.73kb 05/03/2019
e e B r test masked-aligned-rep-seqgs.qza 59.27kb 05/03/2019
B moving_pictures.script 4.82kb 05/03/2019
® M O n I t O r St at u S Session was successfull | AEEES giime 2.57gb 05/03/2019
""" rstudio_server_test rep-segs.qza 47.03kb 05/03/2019
----- singularity-rstudio rep-segs.qzv 273.78kb 05/03/2019
..... singularity_test rooted-tree.qza 60.99kb 05/03/2019

 Obtain shell access

* Accessible anywhere from the

browser

Home My Interactive

Interactive Apps

Desktops

CJGrace Desktop

Jupyter Servers

= Jupyter Lab

= Jupyter Notebook

R Servers

@ RStudio Server

powered by

& OnDemand

Jupyter Lab (49306)

RIS H > _knl081.uams-hpe

Created at: 2021-05-14 11:05:15 CDT
Time Remaining: 59 minutes

Session ID: 9c81¢553-89a6-42a4-8db1-16500ed6adbe

& Connect to Jupyter

| | Running

I Delete

OnDemand version:




File Management

* File system is shared between
login and compute nodes

* Your home directory should not
be used to store large files for
long time periods

* Relative vs absolute file paths

e ~/is a shortcut to the base of
your home directory

Grace Open OnDemand

- Home Directory
- GSK3B_C

----- ctest

Files~ Jobs~

4 Home Directory

Notice: We have 1indated the documentation for the HPC. For more details, please visit: http://hpc.uams.edu
Home Directory

Clusters ~

Interactive Apps ~

nDemand

OnDemand provides an integrated, single access point for all of your HPC resources.

¢) /home/jutecht/moving pictures/

""" doj_pdmp_rworkspace

- [/ ebbuild

— gromacs

- gtmp
- hpc_tut

g localR
----- modulefiles

R onee mpi

g ondemand

----- rhpctest

am Go To...

@ My Interactive Sessions

>_ Open in Terminal

(% New File

im New Dir

L. Upload

@ View (& Edit AZ Rename/Move & Download &) Copy IR Paste % (Un)Select All

© Help~

Show Dotfiles

& Logged in as jutecht

® Log Out

Show Owner/Mode

— gromacs_tutorial

----- kaleb_example

- mahip_rtraining

s ™ moving_pictures

~~~~~ rstudio_server_test

""" singularity-rstudio

----- singularity_test

name size modified date
core-metrics-results dir 05/03/2019
emp-single-end-sequences dir 05/03/2019
aligned-rep-segs.gza 57.17kb 05/03/2019
alpha-rarefaction.qzv 421.45kb 05/03/2019
ancom-Subiject.qzv 390.31kb 05/03/2019
comp-gut-table-16.qza 63.91kb 05/03/2019
comp-gut-table.qza 35.84kb 05/03/2019
demux.qza 19.64mb 05/03/2019
demux.qzv 291.15kb 05/03/2019
emp-single-end-sequences.qza 27.75mb 05/03/2019
gg-13-8-99-515-806-nb-classifier.qza 27.06mb 01/30/2019
gut-table-16.qza 58.97kb 05/03/2019
gut-table.qza 30.68kb 05/03/2019
|6-ancom-Subject.qzv 412.73kb 05/03/2019
masked-aligned-rep-seqgs.qza 59.27kb 05/03/2019
moving_pictures.script 4.82kb 05/03/2019
giime 2.57gb 05/03/2019
rep-seqs.qza 47.03kb 05/03/2019
rep-seqs.qzv 273.78kb 05/03/2019
rooted-tree.qza 60.99kb 05/03/2019




Interactive Sessions

e Use familiar tools in a powerful
environment

e See results in real time

« Compute nodes have no internet
access

 Modules and packages needed
must be managed ahead of time

« Conda environments are the
recommended approach

Grace Open OnDemand Files~ Jobs~ Clusters ~ Interactive Apps v @ My Interactive Sessions © Help~ & Logged in as jutecht ® Log Out

Notice: We have updated the ¢ LI Grace Desktop | For more details, please visit: http://hpc.uams.edu

Jupyter Servers

= Jupyter Notebook

InDem

eeeee

OnDemand provides ar @ Rstudio Server access point for all of your HPC resources.

¥

Home My Interactive Sessions Jupyter Lab

Interactive Apps

Desktops

CJ) Grace Desktop

Jupyter Servers

= Jupyter Lab

= Jupyter Notebook

R Servers

@ RStudio Server

Jupyter Lab

This app will launch a Jupyter Lab server on one or more nodes. Jupyter Lab
is the new replacement for Jupyter Notebook.

Modules

Queue

any j

Choose which type of node to use: xeon, phi, gpu, any

Requested time (mins)

60

Number of cores per node

2

Max cores per node type: Xeon=56, Phi=256, GPU=48

Requested Memory

8

Number of nodes

1

| would like to receive an email when the session starts



Exercise

Basic Workflow

* Log in to portal.hpc.uams.edu

* Transfer file from your computer to the HPC

 Launch an interactive session Jupyter/RStudio

 Read the file you uploaded in Python/R from your interactive session
* Create a figure or file from Python/R

* Close your interactive session

 Download the file you created back to your computer


http://portal.hpc.uams.edu

Thank you

Next Training - May 31st 11am

Slurm Basics - Submitting jobs on the HPC

Sign ups at hpc.uams.edu

Please send suggestions for
future topics of interest to
jrutecht@uams.edu



mailto:jrutecht@uams.edu
http://hpc.uams.edu

